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Abundance

Phylum Counts

Phylum

1 1 1 1 1 1 1 1 1
spotl0  spotl2A spot2 spot3 spot4 spot5 spot6 spot7 spot8

Bacteroidetes Chloroflexi Hydrogenedentes Planctomycetes

BRC1 Proteobacteria

Sample
Acidobacteria . candidate_division_WPS-1 . Deinococcus—-Thermus Latescibacteria . Spirochaetes
Actinobacteria . candidate_division_WPS-2 . Elusimicrobia Microgenomates . SR1
Armatimonadetes . Candidatus_Saccharibacteria . Firmicutes Nitrospirae Verrucomicrobia
Bacteria_unclassified . Chlamydiae Gemmatimonadetes Parcubacteria

Cloacimonetes . Ignavibacteriae




Relative Abundance
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spotl spotl0  spotl2A spot2 spot3 spot4 spot5 spot6 spot7 spot8
Sample

. Acidobacteria . candidate_division_WPS-1 . Deinococcus—-Thermus Latescibacteria . Spirochaetes

. Actinobacteria . candidate_division_WPS-2 . Elusimicrobia . Microgenomates . SR1
Armatimonadetes . Candidatus_Saccharibacteria . Firmicutes . Nitrospirae Verrucomicrobia

Phylum

Bacteria_unclassified . Chlamydiae . Gemmatimonadetes . Parcubacteria

. Bacteroidetes . Chloroflexi Hydrogenedentes Planctomycetes

. BRC1 . Cloacimonetes . Ignavibacteriae . Proteobacteria




